which anatomical structures are defined, and onto which experimental data can be mapped.
The database includes an anatomical ontology for each Carnegie stage, and the information can be queried by text-based searches.
The database therefore facilitates comparison of multiple gene expression patterns at different developmental stages in complex and intricate organs such as the brain and heart. Since gene activity can be studied before any morphological change is visible, analysis of gene expression patterns over time may provide insight into the origin and differentiation of developmental structures. 
